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TASK 2

https://www.britannica.com/science/recombinant-DNA-technology
Read the following 6 paragraphs and put them in the correct order. After that, give a title to the text and to each paragraph.

_The possibility for recombinant DNA technology emerged with the discovery of restriction enzymes in 1968 by Swiss microbiologist Werner Arber. The following year American microbiologist Hamilton O. Smith purified so-called type II restriction enzymes, which were found to be essential to genetic engineering for their ability to cleave at a specific site within the DNA (as opposed to type I restriction enzymes, which cleave DNA at random sites).   

_ The added gene is called a transgene, which can be passed to progeny as a new component of the genome. The resulting organism carrying the transgene is called a transgenic organism or a genetically modified organism (GMO). In this way a “designer organism” is made that contains some specific change required for an experiment in basic genetics or for improvement of some 

commercial strain.

_ Recombinant DNA technology is the joining together of DNA molecules from two different species. The recombined DNA molecule is inserted into a host organism to produce new genetic combinations that are of value to science, medicine, agriculture, and industry. Since the focus of all genetics is the gene, the fundamental goal of laboratory geneticists is to isolate, characterize, and manipulate genes.
_Through recombinant DNA techniques, bacteria have been created that are capable of synthesizing human insulin, human growth hormone, alpha interferon, hepatitis B vaccine, and other medically useful substances. Recombinant DNA technology also can be used for gene therapy, in which a normal gene is introduced into an individual’s genome in order to repair a mutation that causes a genetic disease. The ability to obtain specific DNA clones using recombinant DNA technology has also made it possible to add the DNA of one organism to the genome of another.

_This technology is based primarily on two other technologies, cloning and DNA sequencing. Cloning is undertaken in order to obtain the clone of one particular gene or DNA sequence of interest. The next step after cloning is to find and isolate that clone among other members of the library (a large collection of clones). Once a segment of DNA has been cloned, its nucleotide sequence can be determined. Knowledge of the sequence of a DNA segment has many uses.

_Drawing on Smith’s work, American molecular biologist Daniel Nathans helped advance the technique of DNA recombination in 1970–71 and demonstrated that type II enzymes could be useful in genetic studies. About the same time, American biochemist Paul Berg developed methods for splitting DNA molecules at selected sites and attaching segments of the molecule to the DNA of a virus or plasmid, which could then enter bacterial or animal cells. In 1973 American biochemists Stanley N. Cohen and Herbert W. Boyer became the first to insert recombined genes into bacterial cells, which then reproduced. 

